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Searching PubMed Database
Task: Search Search articles related to your bachelor project in Pubmed. If you do not yet know the project, choose any topic from the life sciences you find interesting (for example from a course or a research topic from an EPFL lab see laboratory website or EPFL News)
Search terms (keywords) used in PubMed: [YOUR SEARCH TERMS]
Number of references found: [?]
Number of reviews found: [?]

Using Zotero Software
Task:
1. Select two references from your PubMed search and import to  Zotero. 
2. Write a short summary (1-3 sentences) and enter the two citations in the correct format. Pay attention to the spacing. See example below. 
· Citations are located at the end of the sentence before the full stop
· Brackets around citations (brackets without spaces)
· Keep a single space between last word of sentence and citation
· No space between the citation and the full stop
· If two citations are in the same sentence they are within the same brackets and separated by semicolon (Dubois et al, 2023; Keller et al, 2024)
3. Create a list of citations- called bibliography- in the format ‘EMBO Press’ at the end of the document.
4. Remove the example text and save as PDF, name the file in the format surname_first name_year.pdf, upload to Moodle assignment.
Text
[WRITE SHORT SUMMARY. ADD TWO SELECTED CITATIONS - ONE REVIEW AND ONE RESEARCH ARTICLE - USING ZOTERO]

Bibliography 
[CREATE BIBLIOGRAPHY OF THE TWO SELECTED ARTICLES USING ZOTERO]
Example from EPFL news 02.05.2023:
Engineering Molecular Interactions with Machine Learning
By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein (Gainza et al, 2023).

Bibliography 
Gainza P, Wehrle S, Van Hall-Beauvais A, Marchand A, Scheck A, Harteveld Z, Buckley S, Ni D, Tan S, Sverrisson F, et al (2023) De novo design of protein interactions with learned surface fingerprints. Nature 617: 176–184


Examples of Citations with in Text Formatting Errors in Red
By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein. (Gainza et al, 2023)
· Citation after full stop

By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments (Gainza et al, 2023), EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein.
· Citation not at end of sentence (can be correct in certain conditions/ journals)

By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein Gainza et al, 2023.
· Citation without brackets - can be correct in certain conditions, rarely used in life sciences, usually not at end of sentence
· Correct: Gainza (2023) used deep learning generated 'fingerprints'...

Engineering Molecular Interactions with Machine Learning
By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein ( Gainza et al, 2023 ).
· Brackets with extra spaces 

By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein(Gainza et al, 2023).
· No space after last word of sentence

By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein (Gainza et al, 2023) .
· Space after citation before full stop

By using deep learning-generated ‘fingerprints’ to characterize millions of protein fragments, EPFL researchers have computationally designed novel protein binders that attach seamlessly to key targets, including the SARS-CoV-2 spike protein (Gainza et al, 2023)(Smith et al, 2024).
· Two citations in separate brackets







